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NEOF BIBLIOGRAPHY 
2020 onwards 

This is the list of refereed articles and theses supported by NEOF and by the Liverpool and 
Sheffield nodes of the NERC Biomolecular Analysis Facility (the predecessor to NEOF) 
since 2020. You can also access these publications via NEOF Web of Science page.  

Here are the publications of NBAF (since 1998), including publications from work carried out in 
NBAF-Birmingham and NBAF-Edinburgh. 

Report your outputs from your NBAF/NEOF project. 

Please note that the list of publications for 2026 will be completed in March 2027. 

2026 

Refereed articles 

1. Chen Y, Burke A, Chriscoli V, Yang M, Chang P, Li T, Zhang B, Goodacre R, Liu L-N (2026)
Reprogramme the E. coli metabolism by engineering a functional carbon-fixation pathway.
Journal of Biological Engineering 20, 21. (​​10.1186/s13036-025-00612-x)

2. Dawson Pell FSE, Senar JC, Ortega-Segalerva A, Burke T, Hatchwell BJ (2026) Variable
social organization and breeding system of a social parrot revealed by genetic analysis.
Ibis. (10.1111/ibi.13457)

3. Hobson K, Sutherland C, Navarro Waggershauser C et al (2026) Both forest cover and land
management practices explain variation in recovering pine marten densities. Wildlife
Biology. (10.1002/wlb3.01594)

4. Hoelzel AR, Garza JC, Clemento A, Gkafas GA, Steeds N, Gaither M, Peachment H,
Regnier T, Gibb F (2026) Balancing selection maintains intraspecific diversity in a deep-sea
fish. Heredity 135, 13-22. (10.1038/s41437-025-00813-6)

5. Jackson JA, Begon M, Bradley JE, Friberg IM, Hyde S, Wanelik KM, Paterson S (2026)
Exogenous amdoparvoviruses (Parvoviridae) in arvicoline voles: the molecular evolution
and ecology of a novel host-viral association. PLoS pathogens 22, e1013896.
(10.1371/journal.ppat.1013896)

6. Jemmett AM, Ewen J, Adiya Yadamsuren A et al (2026) Challenges of introgression in
conservation: non-invasive sampling and surveillance of genetic diversity of in-situ and
ex-situ populations of the Critically Endangered Wild Camel in Mongolia. Authorea.
(10.22541/au.175952334.41341868/v1) (in press)

7. Kosmopoulos JC, Pallier W, Malik AA et al (2026) Ecosystem health shapes viral ecology in
peatland soils. Nature Microbiology 11, 142–154. (10.1038/s41564-025-02199-x)

8. Lee C, Worsley SF, Davies CS, Komdeur J, Hildebrand F, Dugdale HL, Richardson DS
(2026) Host immunogenetic variation and gut microbiome functionality in a wild vertebrate
population. Microbiome. (10.21203/rs.3.rs-6790233/v1)(Accepted)

9. Nichols S, Estandía A, Young CM, Knowles LS, Palinauskas V, Okamura B, Clegg SM
(2026) Host whole genome sequence data represent an untapped resource for
characterising affiliated parasite diversity. International Journal for Parasitology, 104768.
(10.1016/j.ijpara.2025.104768)

10. Nnorom M-A, Du B, Wang Z, Tian Z, Hough R, Avery L, Saroj D, Guo B (2026) Dynamics of
the microbiome and antibiotic resistome in hyper-mesophilic anaerobic digestion of cattle
manure assisted with granular activated carbon. ACS Environmental Au.
(10.1021/acsenvironau.5c00239)

11. Pham N, Duplouy A, See J et al (2026) A high-quality draft genome assembly of the
Neotropical butterfly, Batesia hypochlora (Nymphalidae: Biblidinae). BMC Genomics 27, 31.
(10.1186/s12864-025-12394-z)

12. Price PD, Pepper J, Rogers TF, Wright AE, Slate J (2026) Molecular evolution of a
sex-linked inversion polymorphism in zebra finches, Genome Biology and Evolution
evag056. (10.1093/gbe/evag056)

https://www.webofscience.com/wos/author/record/AAP-1244-2021
https://docs.google.com/document/d/1kKlbe1i3biHgjiftrY93mVLy2b7pusDhu_tikbWMAdU/edit?usp=sharing
https://forms.gle/k3qVsSwCuvwXFYuk8
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13. Whiting-Fawcett F, Field KA, Bartonička T, Laine VN, Pikula J, Repke ME, Talmage S,
Turner G, Zukal J, Paterson S, Lilley TM (2026) Bat species tolerant and susceptible to
fungal infection show transcriptomic differences in late hibernation and healing. J Exp Biol
229, jeb250903. (10.1242/jeb.250903)

Theses 

1. Granweiler J (2026) PhD Thesis (University of Manchester) Ecological flexibility in giraffes
(Giraffa giraffa): assessing coping strategies to landscape heterogeneity, human
disturbance, and food seasonality through behavioural and physiological data. (1759)

2. Hirons-Alecrim GW (2026) PhD Thesis (University of Sheffield) Genomic and transcriptomic
bases of nutrient uptake in facultative and obligate ant–plant symbioses. (1417)

3. Lawan I (2026) PhD thesis (Heriot-Watt University) Ecotoxicity of Polycyclic Aromatic
Hydrocarbons in the Circumtropical Marine Amphipod Parhyale hawaiensis. (1757)

4. Scott M (2026) PhD thesis (University of Aberdeen) The role of transposable elements in
driving evolution and adaptation in the deep sea. (1601)
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2025 
 
Refereed articles 
 

1.​ Aase-Remedios ME, Leite DJ, Janssen R, McGregor AP (2025) Assessing the Impact of 
Whole Genome Duplication on Gene Expression and Regulation During Arachnid 
Development. Genome Biology and Evolution 17, evaf238. (10.1093/gbe/evaf238) 

2.​ Akhmetkaliyeva S, Dean AP, Clarke LJ, Cook SJ, Ruiz Lopez S, Sparkes RB (2025) Past 
and present bacterial communities in deglaciating northern latitude catchments reveal 
varied soil carbon sequestration potential. Science of The Total Environment 969, 178723. 
(10.1016/j.scitotenv.2025.178723) 

3.​ Albery GF, Becker DJ, Firth JA et al (2025) Density-dependent network structuring within 
and across wild animal systems. Nat Ecol Evol 9, 2002–2013.  
(10.1038/s41559-025-02843-z) 

4.​ Barrett NJ, Burke A, Goodacre R, Peck LS (2025) Micromolecular adaptations in Antarctic 
echinoderms: Overlapping roles of organic osmolytes in osmoregulation and protein 
stability under low temperature. Science of The Total Environment 988, 179820. 
(10.1016/j.scitotenv.2025.179820)  

5.​ Bell AG, Vaughan ER, Kasprzyk-Hordern B et al (2025) Impacts of environmentally relevant 
concentrations of antibiotic cocktails on the skin microbiome of Eurasian carp (Cyprinus 
carpio). Animal Microbiome 7, 73. (10.1186/s42523-025-00434-8) 

6.​ Bentlage AA, Speelman FJD, Komdeur J, Burke T, Richardson DS, Dugdale HL (2025) 
Rainfall is associated with divorce in the socially monogamous Seychelles warbler. Journal 
of Animal Ecology 94, 85–98. (10.1111/1365-2656.14216) 

7.​ Benton CH, Delahay R, Shih B, Kao Rowland R, McDonald RA, Hodgson DJ (2025) 
Sociality and kinship constrain the free-mixing of pathogens in a wild mammal host 
population. Proceedings of the Royal Society B 292, 20251242. (10.1098/rspb.2025.1242) 

8.​ Borger MJ, Lee KGL, Weissing FJ, Richardson DS, Dugdale HL, Burke T, Pen I, Komdeur J 
(2025) A path analysis disentangling determinants of natal dispersal in a cooperatively 
breeding bird. Journal of Evolutionary Biology 38, 1347–1358. (10.1093/jeb/voaf084) 

9.​ Bradshaw SL, Rodriguez E, Wang H, Yu C-T, De Villiers de la Noue C, Hafezjee A, 
Pomiankowski A, Camus MF (2025) The metabolic costs of meiotic drive. Proceedings of 
the Royal Society London B292, 20250779. (10.1098/rspb.2025.0779) 

10.​Burton GP, Ceci P, MacKinnon L, Masters LE, Randrianarimanana NFH, Ryan P, Turnbull 
CGN, Ulian T, Vorontsova MS (2025) Phylogenetics and evolution of Digitaria grasses, 
including cereal crops fonio, raishan and Polish millet. Annals of Botany mcaf212. 
(10.1093/aob/mcaf212) 

11.​Case NT, Gurr SJ, Fisher MC et al (2025) Fungal impacts on Earth's ecosystems. Nature 
638, 49-57. (10.1038/s41586-024-08419-4) 

12.​Coates LM, Reynolds K, Carey-Wood M, Lastik D, Vennard C, Doherty J-F et al (2025) 
Dehydration does not drive host behavioural manipulation by hairworms. PLoS One 20, 
e0332641. (10.1371/journal.pone.0332641). 

13.​Davies KTJ, Drinkwater R, Dávalos LM, Nesi N, Bertelsen MF, Rossiter SJ (2025) Reduced 
gene expression and missense mutations in the transporter protein SLC45A2 in a 
hypopigmented Egyptian rousette fruit bat (Rousettus aegyptiacus), Journal of Heredity 
esaf070. (10.1093/jhered/esaf070) 

14.​Day G, Bolderstone T, Conway GJ, Cross T, Davis T, Dolan M, Greening M, Neale C, 
Nicholson I, Nicholson K, Ward A, Ward N, Fox G, Harney E, Hipperson H, Maher K, 
Thompson J, Tucker R, Waters D, Durrant KL, Burke T, Slate J, Arnold KE (2025) The 
genomic signature of demographic decline in a long-distance migrant in a range-extreme 
population. Molecular Ecology e17805. (10.1111/mec.17805) 

15.​de Vries AR, Chadwick L, Carine M, Allaby RG (2025) Adhesive metagenomics: unlocking 
information on the assembly of historic herbaria. Botanical Journal of the Linnean Society, 
boaf096. (10.1093/botlinnean/boaf096) 

16.​Durant EK, Field KJ, Sallach JB, Moeskjær S, Williams A, Carter LJ (2025) Azole antifungal 
contaminants disrupt mycorrhizal function and risk agricultural sustainability. Plants, People, 
Planet. (10.1002/ppp3.70068) 



 

17.​Duxbury SJN, Raguideau S, Cremin K, Richards L, Medvecky M, Rosko J, Coates M, 
Randall K, Chen J, Quince C, Soyer OS (2025) Niche formation and metabolic interactions 
contribute to stable diversity in a spatially structured cyanobacterial community. The ISME 
Journal 19, wraf126. (10.1093/ismejo/wraf126) 

18.​Elder FC, Fajardo‐Escoffié JL, Carter L, Durant EK, Field KJ, Nightingale J, Sallach B, 
Garduño‐Jiménez AL (2025) An integrated social and natural sciences case study for the 
reuse of organic wastes as soil amendments. Plants, People, Planet. (10.1002/ppp3.70141) 

19.​Eliza M, Hipperson H,  Harrison E (2025) Different transcriptional impacts of prophage 
within the rhizobia-legume symbiosis. Symbiosis 96, 249–260. 
(10.1007/s13199-025-01075-w) 

20.​Hatcher CR, Millett J (2025) Carnivorous sundews (Drosera rotundifolia) are more 
carnivorous in high‐light bog microhabitats that are not also nutrient‐rich. Functional 
Ecology 39, 596-608. (10.1111/1365-2435.14719) 

21.​Hunter DC, Clobert J, Kathryn R. Elmer KR (2025) Parity-specific differences in spatial 
genetics and dispersal in the common lizard. Journal of Evolutionary Biology 38, 70-82. 
(10.1093/jeb/voae133) (Joint NEOF/E)  

22.​Lackner WM, Izquierdo AA, Armstrong-James DPH, Fisher MC, verweij PE (2025) Azole 
fungicides and Aspergillus resistance - five EU agency report highlights the problem for the 
first time using a One Health approach. npj Antimicrob Resist 3, 86. 
(10.1038/s44259-025-00140-0) 

23.​Lee CZ, Worsley SF, Davies CS, Silan E, Burke T, Komdeur J, Hildebrand F, Dugdale HL, 
Richardson DS (2025) Metagenomic analyses of gut microbiome composition and function 
with age in a wild bird; little change, except increased transposase gene abundance. ISME 
Communications, ycaf008. (10.1093/ismeco/ycaf008) 

24.​Llanos J, Hipperson H, Horsburgh G, Lappage MG, Maher KH, Burke T, Leake JR, Watt PJ 
(2025) Environmental DNA is more effective than hand sorting in evaluating earthworm 
biodiversity recovery under regenerative agriculture. Science of The Total Environment 968, 
178793. (10.1016/j.scitotenv.2025.178793)  

25.​MacDonald MA, Anderson GQA, Dunn JC, Grice PV, Peach WJ, Dos Remedios N, (…) 
Morris AJ (2025) Supplementary feeding of European Turtle Doves Streptopelia turtur: 
provisioned field plots are preferentially used and do not have higher frequency of the 
parasite Trichomonas gallinae. Bird Study, 1–10. (10.1080/00063657.2025.2535027) 

26.​Maeda-Obregon A, Clare EL, Zambrano L et al. (2025) Persisting at the Edge of Ecological 
Collapse: The Impact of Urbanization on Fish and Amphibian Communities From Lake 
Xochimilco. Environmental DNA 7,  e70147. (10.1002/edn3.70147) 

27.​Morinay J, Woodward BK, Russell AF, Sharp SP, Hatchwell BJ (2025) Ecological and 
demographic drivers of kin-directed cooperation in a social bird: Insights from a long-term 
study. Journal of Animal Ecology 00, 1–16. (10.1111/1365-2656.14237)  

28.​Morris AJ, McKinney WP, Roberts SA, Sithamparanathan S, Chaudhry Z, and Fisher MC 
(2025) Appearance of Environment-Linked Azole Resistance in the Aspergillus fumigatus 
Complex in New Zealand. Mycoses 68, e70104. (10.1111/myc.70104) 

29.​Nichols S, Estandía A, Young C et al (2025) Host Whole Genome Sequence data represent 
an untapped resource for characterising affiliated parasite diversity. Authorea. 
(10.22541/au.174405286.65008416/v1)  

30.​Patterson C, Brennan A, Cowling H, González-Rodríguez A, Grether GF, Mendoza Cuenca 
L, Springer M, Vega-Sánchez YM Drury J (2025) Spatiotemporal Dynamics of 
Non-Ecological Speciation in Rubyspot Damselflies (Hetaerina spp.) Molecular Ecology 34, 
e17797. (10.1111/mec.17797) 

31.​Pillay K, Creer S, AM et al (2025) Dietary Differentiation Between Sympatric Ecotypes of 
Astatotilapia calliptera From Lake Masoko (Kisiba), Tanzania Revealed by Metabarcoding. 
Environmental DNA 7, e70146. (10.1002/edn3.70146)  

32.​Price PD, Parkus SM, Lloyd VJ, Alston BT, Bradshaw SL, Bates S, Hughes MA, Paterson 
S, Burke T, Darolti I, Pomiankowski A, Wright AE (2025) Single-cell consequences of 
X-linked meiotic drive in stalk-eyed flies. PLOS Genetics 21, e1011816. 
(10.1371/journal.pgen.1011816) 

33.​Rossato DO, Iserhard CA, Nakamura G, Duarte L,  Nadeau N (2025) The effects of 
agroforestry and conventional banana plantations on multiple dimensions of butterfly 



 

diversity in the Atlantic Forest. Biodiversity and Conservation 34, 2401–2424. 
(10.1007/s10531-025-03075-00) 

34.​Shams S, Ahmed S, Smaje D, Tengsuttiwat T, Lima C, Goodacre R, Muhamadali H (2025) 
Application of Infrared spectroscopy to study carbon-deuterium kinetics and isotopic 
spectral shifts at the single-cell level. Spectrochimica Acta Part A: Molecular and 
Biomolecular Spectroscopy 327, 125374. (10.1016/j.saa.2024.125374)  

35.​Simons D-L, Hipperson H, Webb TJ, Spencer M, Horsburgh GJ, Mieszkowska N (2025) 
characterizing rocky intertidal biodiversity using Environmental DNA metabarcoding from 
local to national scales. Environmental DNA 7, e70203. (10.1002/edn3.70203) 

36.​Sleight VA, Clark MS, Yap-Chiongco MK, Turner F, Kocot KM (2025) Genomic, 
transcriptomic and epigenomic signatures of ageing and cold adaptation in the Antarctic 
clam Laternula elliptica. Open Biology 15, 250009. (10.1098/rsob.250009)  

37.​Speelman F, Burke T, Komdeur J, Richardson D, Dugdale HL (2025) Mate-switching is not 
associated with offspring fitness in a socially monogamous bird. Proc Biol Sci 292, 
20250577. (10.1098/rspb.2025.0577) 

38.​Stevens EJ, Li JD, Hector TE, Drew GC, Hoang K, Greenrod STE, Paterson S, King KC 
(2025) Within-host competition causes pathogen molecular evolution and perpetual 
microbiota dysbiosis. The ISME Journal 19,  wraf071. (10.1093/ismejo/wraf071) 

39.​Titelboim D, Dedman CJ, Hodgson RP, Knowles LS, Liu X, Lenzi L, Tudor J, Vamos E, 
Rickaby REM (2025) Exogenous diatoms ameliorate thermal bleaching of symbiont bearing 
benthic foraminifera. Proceedings of the Royal Society B 29220250596. 
(10.1098/rspb.2025.0596) 

40.​van der Heijden ESM, Näsvall K, Seixas FA et al (2025) Genomics of Neotropical 
biodiversity indicators: Two butterfly radiations with rampant chromosomal rearrangements 
and hybridization. Proc. Natl. Acad. Sci. U.S.A. 122, e2410939122. 
(10.1073/pnas.2410939122)  

41.​Wanelik KM, Begon M, Bradley JE et al. (2025) Superspreaders have lower gut microbial 
alpha-diversity and distinct gut microbial composition in a natural rodent population. anim 
microbiome 7, 42. (10.1186/s42523-025-00411-1) 

42.​Will I, Stevens EJ, King KC, Bates KA (2025) Host transcriptomics reveal reduction in 
defence-reproduction trade-offs during coinfection. Molecular Ecology e70124. 
(10.1111/mec.70124) 

43.​Yilmaz B, Baertschi I, Meier KHU, Le Gac C, Jordi SBU, Black C, Li J, Lindholm AK; 
International Mouse Microbiota Investigators; König B, Sauer U, Stelling J, Macpherson AJ 
(2025) A global survey of taxa-metabolic associations across mouse microbiome 
communities. Cell Host & Microbe 33, 1960–1976.e10. (10.1016/j.chom.2025.10.010) 

44.​Yu H, Moore LJ, Barlow A. et al. (2025) Unexpected landscape-scale contemporary gene 
flow and fine-scale genetic diversity in rural hedgehogs. Conservation Genetics 26, 
391-401. (10.1007/s10592-025-01676-4) 

 
Theses 
 

1.​ Aljaafari, SRS (2025) PhD thesis (University of Sheffield) Tuna fisheries in Oman: recent 
trends and insights from molecular diet studies. (1528) 

2.​ Barnes (2025) PhD Thesis (University of Nottingham) The Ecological and Evolutionary 
Significance of Functional Variation in Mitochondria in the Three-spined Stickleback. (1259) 

3.​ Bell GA (2025)  PhD Thesis (University of Exeter) Composition, diversity and response 
dynamics of fish skin microbiomes under environmental stress, including antibiotic 
exposure. (1578) 

4.​ Ben Qasem, Nasser (2025) PhD Thesis (University of Sheffield) Assessing the Efficiency of 
Environmental DNA and Metabarcoding for Conservation of the Barred Grass Snakes 
(Natrix helvetica). (1573)  

5.​ Bradshaw S (2025) PhD Thesis (University College London) Fitness, trade-offs and life 
history: phenotypic effects of X-linked meiotic drive in the Malaysian stalk-eyed fly Teleopsis 
dalmanni. (1069, 1136, 1304) 



 

6.​ Burton G (2025) PhD Thesis (Royal Botanic Gardens, Kew) Climate Resilience, Genetics 
and Ethnobotany of Fonio Millet (Digitaria exilis): Implementing an Interdisciplinary 
Research Framework with Underutilised Crops for Food Security. (1392) 

7.​ Campbell LCE (2025) PhD Thesis (Durham University) The genomics of mutualistic 
dependence in the plant-associated ant genus Philidris. (1407) 

8.​ Cunningham C (2025) PhD Thesis (University of Reading) Interactions between Acute Oak 
Decline and woodland birds - examining behavioural, microbial and trophic level changes in 
response to a tree disease. (1522) 

9.​ Kerry M (2025) PhD Thesis (University of Sheffield) Monitoring and Detecting Legionella 
within Evaporative Cooling Towers (1496) 

10.​Lee CZ (2025) PhD Thesis (University of East Anglia) Understanding the gut microbiome; 
the role of host senescence, sociality, and genetics.  

11.​Louch R (2025) PhD Thesis (University of Kent) Understanding the effects of conservation 
management, inbreeding and diet on reproductive fitness in a threatened bird species. 
(1405) 

12.​Maeda Obregon A (2025) PhD Thesis (University College London) Biodiversity assessment 
of fish and amphibian communities from the Valley of Mexico: An environmental DNA 
approach. (1275) 

13.​O’Brien K (2025) PhD Thesis (University of Bath) Unveiling microbial and helminth diversity 
in Southern Ocean penguins: insights from amplicon metabarcoding and metagenomics 
(1396) 

14.​Pain C (2025) PhD Thesis (University of Sheffield) Don’t go out there! How interaction 
outside the host can affect the Rhizobia-Legume Symbiosis. (1640) 

15.​Phillips SJ (2025) PhD thesis (University of Liverpool) Using conservation genetics and 
scent deposits to inform recovery of a threatened UK mammal. (1627) 

16.​Purchase ML (2025) PhD Thesis (University of Warwick) Environmental microbes and 
soil-sourced gas fluxes: dynamics and disturbance in the Anthropocene. (1489) 

17.​Rees JW (2025) PhD Thesis (University of Leeds) Adaptation in an unpredictable world: 
consequences for insect responses to environmental stress. (1582) 

18.​Shaw B (2025) PhD Thesis (Loughborough University) Fungal endophyte diversity in 
carnivorous plants. (1465) 

19.​Simons D-L (2025) PhD Thesis (University of Liverpool) Monitoring intertidal biodiversity in 
a changing climate using visual and environmental DNA surveys. (1516) 

20.​Soe P (2025) PhD Thesis (University of Manchester) Genetic Diversity and Anthropogenic 
Habitat Loss in Southeast Asian Taxa: Integrating genomic, Ecological and Historical 
Approaches. (1527) 

21.​Speelman F (2025) PhD Thesis (University of Groningen) Socially monogamous 
partnerships in birds: Causes, consequences, and pair-bond strength. (1132) 

22.​Zhang R (2025) PhD Thesis (University of St Andrews) Linking Genetics, Biomechanics, 
Life-History, and Behaviour to Understand Rapid Animal Signal Evolution. (1409) 

Non refereed articles 
 

1.​ Burke A (2025) A day in the life of…. A NERC Environmental ‘Omics Facility Research 
Associate. The Biochemist 47, 22-25. (10.1042/bio_2025_115) 

2.​ Hipperson H, Maher KH, Horsburgh GJ, Knowles LS (2025) Amplicon PCR & Library 
Preparation for Illumina Sequencing. protocols.io (10.17504/protocols.io.261gerqxol47/v1) 
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Refereed articles 
 

1.​ Allingham SM, Drake SJ, Ramsey A, Field CD, Nwaishi FC, Elliott DR (2024) Effects of 
burning on vegetation, soil physicochemistry and prokaryotic microbial communities in 
surface and subsurface peat. Science of the Total Environment 956, 177318. 
(10.1016/j.scitotenv.2024.177318) 

2.​ Attrill G, Boddy L, Dudley E, Greenfield B, Eastwood DC (2024) Transcriptomic and protein 
analysis of Trametes versicolor interacting with a Hypholoma fasciculare mycelium foraging 
in soil. Fungal Ecology 72, 101385. (10.1016/j.funeco.2024.101385) 

3.​ Bowles AMC et al. (2024) Metagenome-assembled genome of the glacier alga Ancylonema 
yields insights into the evolution of streptophyte life on ice and land. New Phytologist 244, 
1629-1643. (10.1111/nph.19860) 

4.​ Chesterton E, Sparks AM, Burke T, Komdeur J, Richardson DS, Dugdale HL (2024) The 
impact of helping on helper life-history and fitness in a cooperatively breeding bird. 
Evolution 78, 690-700. (10.1093/evolut/qpad199) 

5.​ Cicconardi F, Morris BJ, Martelossi J, Ray DA, Montgomery SH (2024) Novel sex-specific 
genes and diverse interspecific expression in the antennal transcriptomes of ithomiine 
butterflies. Genome Biology and Evolution 16, evae218. (10.1093/gbe/evae218) 

6.​ Çiftçi O, Zervas A, Lutz S, Feord H, Keusching C, Leya T, Tranter M, Anesio AM, Benning 
LG (2024) Long-Read–Based Hybrid Genome Assembly and Annotation of Snow Algal 
Strain CCCryo 101-99 (cf. Sphaerocystis sp., Chlamydomonadales). Genome Biology and 
Evolution 16, evae140. (10.1093/gbe/evae140) 

7.​ Dawson Pell FSE, Senar JC, Ortega-Segalerva A, Hatchwell BJ (2024) Cooperation and 
conflict in the building and maintenance of the compound nests of monk parakeets 
Myiopsitta monachus. Animal Biodiversity and Conservation 47, 9-17. 
(10.32800/abc.2024.47.0009) 

8.​ Dawson Pell FSE, Hatchwell BJ1, Ortega-Segalerva A & Senar JC (2024) Social 
associations are predicted by nest proximity but not kinship in a free-living social parrot. 
Biological Journal of the Linnean Society 143, blae016. (10.1093/biolinnean/blae016) 

9.​ Day G, Fox G, Hipperson H, Maher K, Tucker R, Horsburgh G, Waters D, Durant K, Burke 
T, Slate J, Arnold K (2024) Revealing the Demographic History of the European Nightjar 
(Caprimulgus europaeus). Ecology and Evolution 14, e70460. (10.1002/ece3.70460) 

10.​Dittrich C, Hoelzl F, Smith S, Fouilloux CA, Parker DJ, O’Connell LA, Knowles LS, Hughes 
M, Fewings A, Morgan R, Rojas B, Comeault AA (2024) Genome Assembly of the Dyeing 
Poison Frog Provides Insights into the Dynamics of Transposable Element and 
Genome-Size Evolution. Genome Biology and Evolution 16, evae109. 
(10.1093/gbe/evae109) 

11.​Elsner-Gearing F, Kretzschmar P, Shultz S et al. (2024) Admixture and reproductive skew 
shape the conservation value of ex situ populations of the Critically Endangered eastern 
black rhino. Conservation Genetics. (10.1007/s10592-024-01611-z) 

12.​Halliwell C, Beckerman AP, Patrick SC & Hatchwell BJ2 (2024) Coordination of care 
reduces conflict and predation risk in a cooperatively breeding bird. Evolution Letters 8, 
764-773. (10.1093/evlett/qrae031) 

13.​Hooper R, Maher K, Moore K, McIvor G, Hosken D, Thornton A (2024) Ultimate drivers of 
forced extra-pair copulations in birds lacking a penis: jackdaws as a case-study. Royal 
Society Open Science 11, 231226. (10.1098/rsos.231226) 

14.​Knight CG, Nicolitch O, Griffiths RI et al (2024) Soil microbiomes show consistent and 
predictable responses to extreme events. Nature 636, 690–696. 
(10.1038/s41586-024-08185-3) 

15.​Kunz CF et al. (2024) Genome evolution: Zygnematophyceae on ice. New Phytologist 244, 
1125-1127. (10.111/nph.19960) (Commentary on Bowles 2024, 244, 1629–1643). 

16.​Mackintosh C, Scott MF, Reuter M, Pomiankowski A (2024) Locally adaptive inversions in 
structured populations. Genetics 227, iyaa073. (10.1093/genetics/iyae073) 



 

17.​Maestri A et al. (2024) The bacterial defense system MADS interacts with CRISPR-Cas to 
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