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This is the list of refereed articles and theses supported by NEOF and by the Liverpool and
Sheffield nodes of the NERC Biomolecular Analysis Facility (the predecessor to NEOF)
since 2020. You can also access these publications via NEOF Web of Science page.

Here are the publications of NBAF (since 1998), including publications from work carried out in
NBAF-Birmingham and NBAF-Edinburgh.

Report your outputs from your NBAF/NEOF project.

Please note that the list of publications for 2026 will be completed in March 2027.
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(2025) A path analysis disentangling determinants of natal dispersal in a cooperatively
breeding bird. Journal of Evolutionary Biology 38, 1347-1358. (10.1093/jeb/voaf084)
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esaf070. (10.1093/jhered/esaf070)

Day G, Bolderstone T, Conway GJ, Cross T, Davis T, Dolan M, Greening M, Neale C,
Nicholson I, Nicholson K, Ward A, Ward N, Fox G, Harney E, Hipperson H, Maher K,
Thompson J, Tucker R, Waters D, Durrant KL, Burke T, Slate J, Arnold KE (2025) The
genomic signature of demographic decline in a long-distance migrant in a range-extreme
population. Molecular Ecology e17805. (10.1111/mec.17805)

de Vries AR, Chadwick L, Carine M, Allaby RG (2025) Adhesive metagenomics: unlocking
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Planet. (10.1002/ppp3.70068)



17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

Duxbury SJN, Raguideau S, Cremin K, Richards L, Medvecky M, Rosko J, Coates M,
Randall K, Chen J, Quince C, Soyer OS (2025) Niche formation and metabolic interactions
contribute to stable diversity in a spatially structured cyanobacterial community. The ISME
Journal 19, wraf126. (10.1093/ismejo/wraf126)
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Llanos J, Hipperson H, Horsburgh G, Lappage MG, Maher KH, Burke T, Leake JR, Watt PJ
(2025) Environmental DNA is more effective than hand sorting in evaluating earthworm
biodiversity recovery under regenerative agriculture. Science of The Total Environment 968,
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and Ethnobotany of Fonio Millet (Digitaria exilis): Implementing an Interdisciplinary
Research Framework with Underutilised Crops for Food Security. (1392)

7. Campbell LCE (2025) PhD Thesis (Durham University) The genomics of mutualistic
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soil-sourced gas fluxes: dynamics and disturbance in the Anthropocene. (1489)

17. Rees JW (2025) PhD Thesis (University of Leeds) Adaptation in an unpredictable world:
consequences for insect responses to environmental stress. (1582)

18. Shaw B (2025) PhD Thesis (Loughborough University) Fungal endophyte diversity in
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reduces conflict and predation risk in a cooperatively breeding bird. Evolution Letters 8,
764-773. (10.1093/evlett/qrae031)

Hooper R, Maher K, Moore K, Mclvor G, Hosken D, Thornton A (2024) Ultimate drivers of
forced extra-pair copulations in birds lacking a penis: jackdaws as a case-study. Royal
Society Open Science 11, 231226. (10.1098/rs0s.231226)
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