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NEOF BIBLIOGRAPHY 
2020 onwards 

 
This is the list of refereed articles and theses supported by NEOF and by the Liverpool and 
Sheffield nodes of the NERC Biomolecular Analysis Facility (the predecessor to NEOF) 
since 2020. You can also access these publications via NEOF Web of Science page.  
 
Here are the publications of NBAF (since 1998), including publications from work carried out in 
NBAF-Birmingham and NBAF-Edinburgh. 
 
Report your outputs from your NBAF/NEOF project. 

 
Please note that the list of publications for 2025 will be completed in March 2026. 
 
2025 
 
Refereed articles 
 

1.​ Barrett NJ, Burke A, Goodacre R, Peck LS (2025) Micromolecular adaptations in Antarctic 
echinoderms: Overlapping roles of organic osmolytes in osmoregulation and protein 
stability under low temperature. Science of The Total Environment 988, 179820. 
(10.1016/j.scitotenv.2025.179820)  

2.​ Benton CH, Delahay R, Shih B, Kao Rowland R, McDonald RA, Hodgson DJ (2025) 
Sociality and kinship constrain the free-mixing of pathogens in a wild mammal host 
population. Proceedings of the Royal Society B 292, 20251242. (10.1098/rspb.2025.1242) 

3.​ Burton GP, Ceci P, MacKinnon L, Masters LE, Randrianarimanana NFH, Ryan P, Turnbull 
CGN, Ulian T, Vorontsova MS (2025) Phylogenetics and evolution of Digitaria grasses, 
including cereal crops fonio, raishan and Polish millet. Annals of Botany mcaf212. 
(10.1093/aob/mcaf212) 

4.​ Coates LM, Reynolds K, Carey-Wood M, Lastik D, Vennard C, Doherty J-F et al (2025) 
Dehydration does not drive host behavioural manipulation by hairworms. PLoS One 20, 
e0332641. (10.1371/journal.pone.0332641). 

5.​ Davies KTJ, Drinkwater R, Dávalos LM, Nesi N, Bertelsen MF, Rossiter SJ (2025) Reduced 
gene expression and missense mutations in the transporter protein SLC45A2 in a 
hypopigmented Egyptian rousette fruit bat (Rousettus aegyptiacus), Journal of Heredity 
esaf070. (10.1093/jhered/esaf070) 

6.​ Day G, Bolderstone T, Conway GJ, Cross T, Davis T, Dolan M, Greening M, Neale C, 
Nicholson I, Nicholson K, Ward A, Ward N, Fox G, Harney E, Hipperson H, Maher K, 
Thompson J, Tucker R, Waters D, Durrant KL, Burke T, Slate J, Arnold KE (2025) The 
genomic signature of demographic decline in a long-distance migrant in a range-extreme 
population. Molecular Ecology e17805. (10.1111/mec.17805) 

7.​ Durant EK, Field KJ, Sallach JB, Moeskjær S, Williams A, Carter LJ (2025) Azole antifungal 
contaminants disrupt mycorrhizal function and risk agricultural sustainability. Plants, People, 
Planet. (10.1002/ppp3.70068) 

8.​ Duxbury SJN, Raguideau S, Cremin K, Richards L, Medvecky M, Rosko J, Coates M, 
Randall K, Chen J, Quince C, Soyer OS (2025) Niche formation and metabolic interactions 
contribute to stable diversity in a spatially structured cyanobacterial community. The ISME 
Journal 19, wraf126. (10.1093/ismejo/wraf126) 

9.​ Hatcher CR, Millett J (2025) Carnivorous sundews (Drosera rotundifolia) are more 
carnivorous in high‐light bog microhabitats that are not also nutrient‐rich. Functional 
Ecology 39, 596-608. (10.1111/1365-2435.14719) 

10.​Hunter DC, Clobert J, Kathryn R. Elmer KR (2025) Parity-specific differences in spatial 
genetics and dispersal in the common lizard. Journal of Evolutionary Biology 38, 70-82. 
(10.1093/jeb/voae133) (Joint NEOF/E) 

11.​Lee CZ, Worsley SF, Davies CS, Silan E, Burke T, Komdeur J, Hildebrand F, Dugdale HL, 
Richardson DS (2025) Metagenomic analyses of gut microbiome composition and function 

https://www.webofscience.com/wos/author/record/AAP-1244-2021
https://docs.google.com/document/d/1kKlbe1i3biHgjiftrY93mVLy2b7pusDhu_tikbWMAdU/edit?usp=sharing
https://forms.gle/k3qVsSwCuvwXFYuk8
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with age in a wild bird; little change, except increased transposase gene abundance. ISME 
Communications, ycaf008. (10.1093/ismeco/ycaf008) 

12.​Llanos J, Hipperson H, Horsburgh G, Lappage MG, Maher KH, Burke T, Leake JR, Watt PJ 
(2025) Environmental DNA is more effective than hand sorting in evaluating earthworm 
biodiversity recovery under regenerative agriculture. Science of The Total Environment 968, 
178793. (10.1016/j.scitotenv.2025.178793)  

13.​MacDonald MA, Anderson GQA, Dunn JC, Grice PV, Peach WJ, Dos Remedios N, (…) 
Morris AJ (2025) Supplementary feeding of European Turtle Doves Streptopelia turtur: 
provisioned field plots are preferentially used and do not have higher frequency of the 
parasite Trichomonas gallinae. Bird Study, 1–10. (10.1080/00063657.2025.2535027) 

14.​Maeda-Obregon A, Clare EL, Zambrano L et al. (2025) Persisting at the Edge of Ecological 
Collapse: The Impact of Urbanization on Fish and Amphibian Communities From Lake 
Xochimilco. Environmental DNA 7,  e70147. (10.1002/edn3.70147) 

15.​Morinay J, Woodward BK, Russell AF, Sharp SP, Hatchwell BJ (2025) Ecological and 
demographic drivers of kin-directed cooperation in a social bird: Insights from a long-term 
study. Journal of Animal Ecology 00, 1–16. (10.1111/1365-2656.14237)  

16.​Patterson C, Brennan A, Cowling H, González-Rodríguez A, Grether GF, Mendoza Cuenca 
L, Springer M, Vega-Sánchez YM Drury J (2025) Spatiotemporal Dynamics of 
Non-Ecological Speciation in Rubyspot Damselflies (Hetaerina spp.) Molecular Ecology 34, 
e17797. (10.1111/mec.17797) 

17.​Pillay K, Creer S, AM et al (2025) Dietary Differentiation Between Sympatric Ecotypes of 
Astatotilapia calliptera From Lake Masoko (Kisiba), Tanzania Revealed by Metabarcoding. 
Environmental DNA 7, e70146. (10.1002/edn3.70146)  

18.​Price PD, Parkus SM, Lloyd VJ, Alston BT, Bradshaw SL, Bates S, Hughes MA, Paterson 
S, Burke T, Darolti I, Pomiankowski A, Wright AE (2025) Single-cell consequences of 
X-linked meiotic drive in stalk-eyed flies. PLOS Genetics 21, e1011816. 
(10.1371/journal.pgen.1011816) 

19.​Shams S, Ahmed S, Smaje D, Tengsuttiwat T, Lima C, Goodacre R, Muhamadali H (2025) 
Application of Infrared spectroscopy to study carbon-deuterium kinetics and isotopic 
spectral shifts at the single-cell level. Spectrochimica Acta Part A: Molecular and 
Biomolecular Spectroscopy 327, 125374. (10.1016/j.saa.2024.125374)  

20.​Simons D-L, Hipperson H, Webb TJ, Spencer M, Horsburgh GJ, Mieszkowska N (2025) 
characterizing rocky intertidal biodiversity using Environmental DNA metabarcoding from 
local to national scales. Environmental DNA 7, e70203. (10.1002/edn3.70203) 

21.​Sleight VA, Clark MS, Yap-Chiongco MK, Turner F, Kocot KM (2025) Genomic, 
transcriptomic and epigenomic signatures of ageing and cold adaptation in the Antarctic 
clam Laternula elliptica. Open Biology 15, 250009. (10.1098/rsob.250009)  

22.​Titelboim D, Dedman CJ, Hodgson RP, Knowles LS, Liu X, Lenzi L, Tudor J, Vamos E, 
Rickaby REM (2025) Exogenous diatoms ameliorate thermal bleaching of symbiont bearing 
benthic foraminifera. Proceedings of the Royal Society B 29220250596. 
(10.1098/rspb.2025.0596) 

23.​Will I, Stevens EJ, King KC, Bates KA (2025) Host transcriptomics reveal reduction in 
defence-reproduction trade-offs during coinfection. Molecular Ecology e70124. 
(10.1111/mec.70124) 

24.​Yu H, Moore LJ, Barlow A. et al. (2025) Unexpected landscape-scale contemporary gene 
flow and fine-scale genetic diversity in rural hedgehogs. Conservation Genetics 26, 
391-401. (10.1007/s10592-025-01676-4) 

 
Theses 
 

1.​ Campbell LCE (2025) PhD Thesis (Durham University) The genomics of mutualistic 
dependence in the plant-associated ant genus Philidris. (1407) 

2.​ Cunningham C (2025) PhD Thesis (University of Reading) Interactions between Acute Oak 
Decline and woodland birds - examining behavioural, microbial and trophic level changes in 
response to a tree disease. (1522) 

3.​ Shaw, Brandon (2025) Fungal endophyte diversity in carnivorous plants. Loughborough 
University. Thesis. https://doi.org/10.26174/thesis.lboro.29375297.v1 (1465) 

https://doi.org/10.26174/thesis.lboro.29375297.v1
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4.​ Soe P (2025) PhD Thesis (University of Manchester) Genetic Diversity and Anthropogenic 
Habitat Loss in Southeast Asian Taxa: Integrating genomic, Ecological and Historical 
Approaches. (1527) 

 
Non refereed articles 

1.​ Burke A (2025) A day in the life of…. A NERC Environmental ‘Omics Facility Research 
Associate. The Biochemist 47, 22-25. (10.1042/bio_2025_115) 

2.​ Hipperson H, Maher KH, Horsburgh GJ, Knowles LS (2025) Amplicon PCR & Library 
Preparation for Illumina Sequencing. protocols.io (10.17504/protocols.io.261gerqxol47/v1) 
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2024 
 
Refereed articles 
 

1.​ Allingham SM, Drake SJ, Ramsey A, Field CD, Nwaishi FC, Elliott DR (2024) Effects of 
burning on vegetation, soil physicochemistry and prokaryotic microbial communities in 
surface and subsurface peat. Science of the Total Environment 956, 177318. 
(10.1016/j.scitotenv.2024.177318) 

2.​ Attrill G, Boddy L, Dudley E, Greenfield B, Eastwood DC (2024) Transcriptomic and protein 
analysis of Trametes versicolor interacting with a Hypholoma fasciculare mycelium foraging 
in soil. Fungal Ecology 72, 101385. (10.1016/j.funeco.2024.101385) 

3.​ Bowles AMC et al. (2024) Metagenome-assembled genome of the glacier alga Ancylonema 
yields insights into the evolution of streptophyte life on ice and land. New Phytologist 244, 
1629-1643. (10.1111/nph.19860) 

4.​ Chesterton E, Sparks AM, Burke T, Komdeur J, Richardson DS, Dugdale HL (2024) The 
impact of helping on helper life-history and fitness in a cooperatively breeding bird. 
Evolution 78, 690-700. (10.1093/evolut/qpad199) 

5.​ Cicconardi F, Morris BJ, Martelossi J, Ray DA, Montgomery SH (2024) Novel sex-specific 
genes and diverse interspecific expression in the antennal transcriptomes of ithomiine 
butterflies. Genome Biology and Evolution 16, evae218. (10.1093/gbe/evae218) 

6.​ Çiftçi O, Zervas A, Lutz S, Feord H, Keusching C, Leya T, Tranter M, Anesio AM, Benning 
LG (2024) Long-Read–Based Hybrid Genome Assembly and Annotation of Snow Algal 
Strain CCCryo 101-99 (cf. Sphaerocystis sp., Chlamydomonadales). Genome Biology and 
Evolution 16, evae140. (10.1093/gbe/evae140) 

7.​ Dawson Pell FSE, Senar JC, Ortega-Segalerva A, Hatchwell BJ (2024) Cooperation and 
conflict in the building and maintenance of the compound nests of monk parakeets 
Myiopsitta monachus. Animal Biodiversity and Conservation 47, 9-17. 
(10.32800/abc.2024.47.0009) 

8.​ Dawson Pell FSE, Hatchwell BJ1, Ortega-Segalerva A & Senar JC (2024) Social 
associations are predicted by nest proximity but not kinship in a free-living social parrot. 
Biological Journal of the Linnean Society 143, blae016. (10.1093/biolinnean/blae016) 

9.​ Day G, Fox G, Hipperson H, Maher K, Tucker R, Horsburgh G, Waters D, Durant K, Burke 
T, Slate J, Arnold K (2024) Revealing the Demographic History of the European Nightjar 
(Caprimulgus europaeus). Ecology and Evolution 14, e70460. (10.1002/ece3.70460) 

10.​Dittrich C, Hoelzl F, Smith S, Fouilloux CA, Parker DJ, O’Connell LA, Knowles LS, Hughes 
M, Fewings A, Morgan R, Rojas B, Comeault AA (2024) Genome Assembly of the Dyeing 
Poison Frog Provides Insights into the Dynamics of Transposable Element and 
Genome-Size Evolution. Genome Biology and Evolution 16, evae109. 
(10.1093/gbe/evae109) 

11.​Elsner-Gearing F, Kretzschmar P, Shultz S et al. (2024) Admixture and reproductive skew 
shape the conservation value of ex situ populations of the Critically Endangered eastern 
black rhino. Conservation Genetics. (10.1007/s10592-024-01611-z) 

12.​Halliwell C, Beckerman AP, Patrick SC & Hatchwell BJ2 (2024) Coordination of care 
reduces conflict and predation risk in a cooperatively breeding bird. Evolution Letters 8, 
764-773. (10.1093/evlett/qrae031) 

13.​Hooper R, Maher K, Moore K, McIvor G, Hosken D, Thornton A (2024) Ultimate drivers of 
forced extra-pair copulations in birds lacking a penis: jackdaws as a case-study. Royal 
Society Open Science 11, 231226. (10.1098/rsos.231226) 

14.​Knight CG, Nicolitch O, Griffiths RI et al (2024) Soil microbiomes show consistent and 
predictable responses to extreme events. Nature 636, 690–696. 
(10.1038/s41586-024-08185-3) 

15.​Kunz CF et al. (2024) Genome evolution: Zygnematophyceae on ice. New Phytologist 244, 
1125-1127. (10.111/nph.19960) (Commentary on Bowles 2024, 244, 1629–1643). 

16.​Mackintosh C, Scott MF, Reuter M, Pomiankowski A (2024) Locally adaptive inversions in 
structured populations. Genetics 227, iyaa073. (10.1093/genetics/iyae073) 



 

17.​Maestri A et al. (2024) The bacterial defense system MADS interacts with CRISPR-Cas to 
limit phage infection and escape. Cell Host & Microbe 32, 1412 - 1426.e11.  
(10.1016/j.chom.2024.07.005) 

18.​Marsh KJ et al (2024) Parasite–gut microbiota associations in wild wood mice (Apodemus 
sylvaticus). Frontiers in Microbiology 15, 1440427. (10.3389/fmicb.2024.1440427) 

19.​Marshall H, de la Filia AG, Cavalieri R, Mallon EB, Clark JM, Ross L (2024) Lack of 
paternal silencing and ecotype-specific expression in head and body lice hybrids. Evolution 
Letters, qrae003. (10.1093/evlett/qrae003) 

20.​Nevado B et al (2024) Genomic changes and stabilization following homoploid hybrid 
speciation of the Oxford ragwort Senecio squalidus. Current Biology 34, 4412-4423.e5. 
(10.1016/j.cub.2024.08.009) [Joint with NBAF-E] 

21.​Nowell RW, Rodriguez F, Hecox-Lea BJ, Mark Welch DB, Arkhipova IR, Barraclough TG, 
Wilson CG (2024) Bdelloid rotifers deploy horizontally acquired biosynthetic genes against 
a fungal pathogen. Nature Communications 15, 1-17. (10.1038/s41467-024-49919-1) 

22.​Paliwal D, Rabiey M, Mauchline TH, Hassani-Pak K, Nauen R, Wagstaff C, Andrews S, 
Chris Bass C, Jackson RW (2024) Multiple toxins and a protease contribute to the aphid 
killing ability of Pseudomonas fluorescens PpR24. Environmental Microbiology 26. 
(10.1111/1462-2920.16604) 

23.​Patterson C, Bonillas-Monge E, Brennan A, Grether G, Mendoza Cuenca L, Tucker R, 
Vega Sánchez Y, Drury J (2024) A chromosome-level genome assembly for the smoky 
rubyspot damselfly (Hetaerina titia). Journal of Heredity 115, 103-111. 
(10.1093/jhered/esad070)  

24.​Perini L, Sipes K, Zervas A et al (2024) Giant viral signatures on the Greenland ice sheet. 
Microbiome 12, 91. (10.1186/s40168-024-01796-y) 

25.​Pick FC, Fish KE (2024) Emerging investigator series: optimisation of drinking water biofilm 
cell detachment and sample homogenisation methods for rapid quantification via flow 
cytometry. Environmental Science: Water Research & Technology 10, 797-813. 
(10.1039/D3EW00553D) 

26.​Prince DC, Wirén A, Huggins TJ, Collins DH, Dalmay T, Bourke AFG (2024) Molecular 
basis of eusocial complexity: the case of worker reproductivity in bees. Genome Biology 
and Evolution 16, evae269. (10.1093/gbe/evae269) 

27.​Raulo A, Bürkner PC, Finerty GE et al (2024) Social and environmental transmission 
spread different sets of gut microbes in wild mice. Nature Ecology and Evolution 8, 
972–985. (10.1038/s41559-024-02381-0) 

28.​Rayner JG, Eichenberger F, Bainbridge JVA, Zhang S, Zhang X, Yusuf LH, Balenger SL, 
Gaggiotti OE, Bailey NW (2024) Competing adaptations maintain nonadaptive variation in a 
wild cricket population. Proceedings of the National Academy of Sciences 121, 
e2317879121. (10.1073/pnas.2317879121) 

29.​Recknagel H, Leitão HG, Elmer KR (2024) Genetic basis and expression of ventral colour 
in polymorphic common lizards. Molecular Ecology 33, e17278. (10.1111/mec.17278) 

30.​Ridgway AM, Hood EJ, Figueras Jimenez J, Nunes MDS, McGregor AP (2024) Sox21b 
underlies the rapid diversification of a novel male genital structure between Drosophila 
species. Current Biology 34, 1-8. (10.1016/j.cub.2024.01.022)  

31.​Siozios S et al (2024) Genome dynamics across the evolutionary transition to symbiosis. 
Current Biology 34, 5659 - 5670.e7 (10.1016/j.cub.2024.10.044) 

32.​Speelman FJD, Burke T, Komdeur J, Richardson DS, Dugdale HL (2024) Causes and 
consequences of divorce in a long-lived socially monogamous bird. Ecology Letters 27, 
e14471. (10.1111/ele.14471) 

33.​Steeds N, Zulqurnain Z, Regnier T, Gibb F, Stirling D, Hoelzel AR (2024) Intraspecific 
phenotypic differentiation by habitat depth in deep demersal fish species. Frontiers in 
Marine Science 11.(10.3389/fmars.2024.1437952) 

34.​Sun PF, Lu MR, Liu YC et al. (2024) An acidophilic fungus promotes prey digestion in a 
carnivorous plant. Nature Microbiology 9, 2522-2537. (10.1038/s41564-024-01766-y) 

35.​Tremlett C, Chapman M, Maher K, Keller A, Blüthgen N, Peh KH,  Zamora-Gutierrez V 
(2024) High resource overlap and a consistently generalised pattern of interactions in a 
bat–flower network in a seasonally dry landscape. Ecology and Evolution, 14, 
e70367.(10.1002/ece3.70367) 



 

36.​Waajen AC, Lima C, Goodacre R, Cockell CS (2024) Life on Earth can grow on 
extraterrestrial organic carbon. Sci Rep 14, 3691. (10.1038/s41598-024-54195-6) 

37.​Watson BNJ, Capria L, Alseth EO, Pons BJ, Biswas A, Lenzi L, Buckling A, van Houte S, 
Westra ER, Meaden S (2024) CRISPR-Cas in Pseudomonas aeruginosa provides transient 
population-level immunity against high phage exposures. ISME Journal 18, wrad039. 
(10.1093/ismejo/wrad039) 

38.​White OW, Walkington S, Carter H, Hughes L, Clark M, Mock T, Tarling GA,  Clark MD 
(2024) Exome capture of Antarctic krill (Euphausia superba) for cost effective genotyping 
and population genetics with historical collections. Molecular Ecology Resources 24, 
e14022. (10.1111/1755-0998.14022) 

39.​Williams RC, Perry WB, Lambert-Slosarska K, Futcher B, Pellett C, Richardson-O'Neill I, 
Paterson S, Grimsley JMS, Wade MJ, Weightman AJ, Farkas K, Jones DL (2024) 
Examining the stability of viral RNA and DNA in wastewater: Effects of storage time, 
temperature, and freeze-thaw cycles. Water Research 259, 121879. 
(10.1016/j.watres.2024.121879) 

40.​Wilson CG et al (2024) Recombination in bdelloid rotifer genomes: asexuality, transfer and 
stress. Trends in Genetics 40, 422–436. (10.1016/j.tig.2024.02.001) 

41.​Wright RCT, Wood AJ, Bottery MJ, Muddiman KJ, Paterson S, Harrison E, Brockhurst MA, 
Hall JPJ (2024) A chromosomal mutation is superior to a plasmid-encoded mutation for 
plasmid fitness cost compensation. PloS Biology (10.1371/journal.pbio.3002926) 

42.​Worsley SF, Davies CS, Lee CZ, Mannarelli M-E, Burke T, Komdeur J, Dugdale HL, 
Richardson DS (2024) Longitudinal gut microbiome dynamics in relation to age and 
senescence in a wild animal population. Molecular Ecology 33, e17477. 
(10.1111/mec.17477) 

43.​Yusuf LH, Pascoal S, Moran PA, Bailey NW (2024) Testing the genomic overlap between 
intraspecific mating traits and interspecific mating barriers. Evolution Letters 8, 902-915. 
(10.1093/evlett/qrae042) 

44.​Zhang X, Blaxter M, Wood JMD, Tracey A, McCarthy S, Thorpe P, Rayner JG, Zhang S, 
Sikkink KL, Balenger SL, Bailey NW (2024) Temporal genomics in Hawaiian crickets 
reveals compensatory intragenomic coadaptation during adaptive evolution. Nature 
Communications 15, 5001. (10.1038/s41467-024-49344-4) 

 
Theses 
 

1.​ Barrett NJ (2024) PhD Thesis (University of Cambridge) Evaluating the resilience of 
Antarctic echinoderms to Southern Ocean freshening: Short and long-term responses. 
(1506) 

2.​ Blackmore LM (2024) PhD thesis (University of East Anglia) Floral enhancement of field 
margins in agricultural landscapes: from pollinator assemblages to hoverfly feeding ecology. 
(1196) 

3.​ Bradshaw S (2024) PhD Thesis (University College London) Fitness, trade-offs and life 
history: phenotypic effects of X-linked meiotic drive in the Malaysian stalk-eyed fly Teleopsis 
dalmanni. (1069, 1136, 1304) 

4.​ Jemmett AM (2024) PhD Thesis (University of Kent, The Institute of Zoology, ZSL) 
Conservation genetics and population surveys of the critically endangered wild camel 
Camelus ferus in Mongolia. (10.22024/UniKent/01.02.105529) (1257) 

5.​ Major T (2024)  PhD thesis (Bangor University) The ecology, biogeography, and taxonomy 
of isolated snake populations. (1242) 

6.​ Patterson CW (2024) PhD thesis (Durham University) Interspecific behavioural interference 
and range dynamics: genomic analysis of rubyspot damselflies. 
(http://etheses.dur.ac.uk/15756/) (1274) 

7.​ Price PD (2024) PhD Thesis (University of Sheffield) Conflict and competition in the 
evolution of sexual traits. (https://etheses.whiterose.ac.uk/id/eprint/36140/) (1352)  

8.​ Ridgway A (2024) PhD Thesis (Oxford Brookes University) The genetic mechanisms that 
coordinate the development and morphological divergence of Drosophila genital structures. 
(10.24384/340x-nt42) (927, 1301) 

http://etheses.dur.ac.uk/15756/
https://etheses.whiterose.ac.uk/id/eprint/36140/
https://doi.org/10.24384/340x-nt42


 

9.​ Scutt S (2024) PhD Thesis (University of Sheffield) Evaluating the Public Health Risks of 
Urban Flooding Events. (https://etheses.whiterose.ac.uk/id/eprint/35429/) (1361) 

10.​Smith B (2024) PhD thesis (University of Glasgow) Evolution and Plasticity in Geothermal 
Three-spined Sticklebacks (Gasterosteus aculeatus). (https://theses.gla.ac.uk/84261/) 
(1053/ 1120) 

11.​Stonehouse J (2024) PhD Thesis (The University of Sheffield) The genomics of adaptation 
to climate in European great tit (Parus major) populations. 
(https://etheses.whiterose.ac.uk/id/eprint/35320/) (1403) 

12.​Whiting-Fawcett F (2024) PhD thesis (University of Liverpool) Across the Atlantic: 
Searching for the origins of disease tolerance in three Myotis bats. 

Non-refereed 
 

1.​ Macdonald DW (November 2023) A Commentary on Current Policy; A preamble to Badger 
Trust’s report ‘Tackling Bovine TB. Together: Towards Sustainable, Scientific and Effective 
bTB Solutions’ 

2.​ Mable BK, Griffiths R, Griffiths K (2024) History of molecular biology work in the Graham 
Kerr Building (1996-2024). The Glasgow Naturalist 28, 160-164. (10.37208/tgn28S18) 

https://etheses.whiterose.ac.uk/id/eprint/35429/
https://theses.gla.ac.uk/84261/
https://etheses.whiterose.ac.uk/id/eprint/35320/
https://www.badgertrust.org.uk/post/new-report-shows-collaborative-way-forward-on-btb-control
https://www.badgertrust.org.uk/post/new-report-shows-collaborative-way-forward-on-btb-control
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2023 
 
Refereed articles 

1.​ Aase-Remedios ME, Janssen R, Leite DJ, Sumner-Rooney L, McGregor AP (2023) 
Evolution of the spider homeobox gene repertoire by tandem and whole genome 
duplication. Molecular Biology and Evolution 40, msad239. (10.1093/molbev/msad239) 

2.​ Barão-Nóbrega JAL, González-Jáuregui M, Padilla-Paz S et al. (2023) Characterising a 
genetic stronghold amidst pervasive admixture: Morelet’s crocodiles (Crocodylus moreletii) 
in central Yucatan. Conservation Genetics 24, 893–903. (10.1007/s10592-023-01544-z)  

3.​ Bassano I, Ramachandran VK, Khalifa MS, Lilley CJ, Brown MR, van Aerle R, Denise H, 
Rowe W, George A, Cairns E, Wierzbicki C, Pickwell ND, Carlile M, Holmes N, Payne A, 
Loose M, Burke TA, Paterson S, Wade MJ, Grimsley JMS (2023) Evaluation of variant 
calling algorithms for wastewater-based epidemiology using mixed populations of 
SARS-CoV-2 variants in synthetic and wastewater samples. Microbial Genomics 9, 
mgen000933. (10.1099/mgen.0.000933) 

4.​ Bates S, Meade L, Pomiankowski A (2023) Meiotic drive does not impede success in 
sperm competition in the stalk-eyed fly, Teleopsis dalmanni. Evolution 77, 2326–2333. 
(10.1093/evolut/qpad149) 

5.​ Browett SS, Synnott R, O’Meara DB, Antwis RE, Bown KJ, Wangensteen OS, Dawson DA, 
Searle JB, Yearsley JM, McDevitt AD (2022) Resource competition drives an 
invasion-replacement event among shrew species on an island. Journal of Animal Ecology 
92, 698-709. (10.1111/1365-2656.13855) 

6.​ Brunner FS, Payne A, Cairns E, Airey G, Gregory R, Pickwell ND, (...) Paterson S (2023) 
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